ancestry reported an association of rs966513 on chromosome 9q22.33 (upstream FOXE1, 246 Forkhead box E1 (9,10)), rs944289 on 14q13.3 (NKX2-1, NK2 homeobox 1 neighborhood (9), 247 later determined to regulate PTCSC3, Papillary thyroid carcinoma susceptibility candidate 3
248
(11)) and rs2439302 on 8p12 (NRG1, Neuregulin 1 (12)) with well-differentiated thyroid 249 cancer. Independently, rs1867277 at 9q22.23 in FOXE1 5'UTR (13,14) as well as rs6983267 250 on 8q24 (upstream POU5F1B, POU class 5 homeobox 1B) conferring risk for several cancers 251 were found to be associated with PTC using a target gene approach (15) (16) (17) 
DNA extraction

288
Genomic DNA was extracted from five 10 µm sections using a QIAamp DNA mini storage/age) were treated with borate-NaOH buffer (pH11.0) as described before (22).
296
Genomic DNA from frozen PTC samples was extracted using the Proteinase K/Phenol-
297
Chloroform method. (Fig. 1B) and in the regression model (Table 3) . For PTCSC3, a statistically 389 significant decrease in the expression level in tumor tissue was found only in heterozygous 390 patients (p < 0.01), likely due to the larger sample size of this subgroup (hence, statistical 391 power), although lower median levels were consistently observed for all genotypes (Fig. 1D) .
392
In the regression model, PTCSC3 expression did not correlate significantly with the rs944289 393 genotype (Table 3) . (Table 3) . 
417
We further assessed whether there is an interaction between rs944289 and rs2439302.
418
No evidence of an epistatic effect was obtained in regression analysis (p = 0.521 for FA and p 419 = 0.343 for PTC). However, there were additive effects of the two SNPs, suggesting that 420 carriers of two or more of risk alleles are at greater risk for both FA and PTC than individuals 421 with one risk allele (Fig.3) . The additive effect of rs944289 and rs2439302 was also Table 2 ), suggesting that these SNPs might also affect predisposition to FA to some extent, 507 but their contribution is weaker compared to that seen in thyroid cancer.
508
In conclusion, our study demonstrates that a common genetic variant, rs944289 509 (PTCSC3), previously reported to be associated with thyroid cancer, also associates with FA. 
